Lameness and mycobacteriosis in a cat

De Lorenzi et al.

Figure 1. Cutaneous chest wall nodular lesion indicated by the arrow.
The lesion was about 2 cm in diameter, firm, not ulcerated and not
painful.

Figure 3. Lateral and frontal radiograph of the right tibia of the sevenyear-old male Birman cat. A poorly demarcated areas of osteolysis
consistent with osteolysis and smooth periosteal reaction can be
observed.

Figure 2. Radiographic lung patterns of the seven-year-old male
Birman cat. Large pulmonary nodules and numerous smaller lung
nodules, consistent with a nodular interstitial pattern scattered
throughout the lungs.
nonsteroidal anti‑inflammatory drug meloxicam per
os at the dosage of 0.05 mg/kg /die (Metacam®).
Tibial lesion’s histopathology was not conclusive due
to extended cellular necrosis. Right popliteal lymph
node and skin lesions’ cytological examinations
revealed a large number of foamy macrophages
suggestive of granulomatous inflammation. The
cytoplasm of the macrophages was packed with
numerous small, negative‑staining bacilli suggestive
of mycobacteria (Figure 4). Ziehl‑Neelsen stained
smears demonstrated numerous small acid‑fast
bacilli in the cytoplasm of the macrophages
confirming the diagnosis of mycobacteriosis.
Once the diagnosis of mycobacteriosis was
confirmed, an additional fine‑needle aspiration of
the skin lesions was performed and tested using
a Mycobacterium tuberculosis complex‑specific
polymerase chain reaction (IS6110 PCR) (Boniotti
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Figure 4. Fine needle aspiration smear of skin lesion from the sevenyear-old male Birman cat with Mycobacterium avium infection. Large
numbers of small, negative-staining bacilli may be seen within
macrophages or in smear backgrounds. Diff Quick-stained slide.
Magnification x 40.
et al. 2014) and a nontuberculous mycobacteria
(NTM) multiplex PCR assay (Kulski et al. 1995). Only
the NTM multiplex PCR resulted positive for the
genus Mycobacterium. The NTM was sequenced
and according to the 16S rRNA gene sequence
analysis, resulted 100% identical to Mycobacterium
avium.
M. avium was also isolated on culture from the same
pathological samples and identified by PCR and
sequencing as reported above.
During the diagnostic pathway which lasted
about seven days, the cat's clinical conditions got
worse, showing asthenia, icterus, dehydration and
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